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Table. 1 Comparison of Amino acid sequceence in the Sweet Proteins.®>?

Peputide Thaumatin lXIonelg:- Miracline Curculine Lysozyme
Ala 16 2 1 6 6 12
Arg 12 5 2 11 7 11
Asn 10 1 4 6 13 13
Asp 12 3 2 13 9 8
Cys 16 0 1 7 5 8
Gln 4 1 2 3 6 3
Glu ; 6 3 6 9 0 2
Gly ‘ 24 3 5 17 14 12
His 0 0 0 1 3 1
Ile 8 2 6 8 4 6
Leu 9 4 2 10 13 8
Lys 11 4 5 12 4 6
Met 1 0 1 1 0 2
Phe 11 2 3 14 1 3
Pro 12 4 2 13 2 2
Ser 14 2 0 13 7 10
Thr 20 1 3 15 5 7
Trp 3 0 1 2 2 6
Tyr 8 5 2 7 5 3
Val 10 2 2 19 8 6
Total 207 4 50 191 114 129

N-terminal Ala Arg Gly Asp Asp Lys
M. W 21,000 10,700 24,600 12,000 14,800

Table. 2 Repeating tri-and di-peptide sequcence in the Sweet Proteins.®

Peptide

’ Thaumatin A

Monelin

Miracline Curculine Lysozyme

Ala-Ala-Ala 1

Gly-Gly-Gly ‘ 1

Pro-Pro-Pro } 1

Arg-Arg-Arg

Asn-Asn-Asn |

Ala-Ala |

Gly-Gly
Asp-Asp
Leu-Leu
Pro-Pro
Thr-Thr
Cys-Cys
Phe-Phe
Ser-Ser
Trp-Trp
Lys-Lys
Ile-Ile 1
Tyr-Tyr
Val-Val

Glu-Glu
Arg-Arg
Asn-Asn
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Tyr-Gly p33 3 279 v r 7029 vi§Cit Pro-Val-
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Table. 3 Hydrophobic intensity of Amino

acid.®

Am_ino joule_. > Amjno ( joule_.)
acid mole~! acid mole!
Trp 12,550 Ala 3,100
Ile 12,400 Arg 3,100
Tyr 12,000 Glu 2,300
Phe 11,100 Asp 2,250
Pro 10,850 His 2,100
Leu 10,100 Thr 1,850
Val 7,050 Ser 170
Lys 6,250 Gly 0
Met 5,450 Asn —40

1/2Cys 4,200 Gun —400

Lic, ZTOFEREA Fig. 11IZR L, BBY VF— 40
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PEEET S (6-127, 30-115, 64-80, 76-94), Fig.1
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Fig. 1 Primary structure of Egg white Lysozyme. (1963. Brown et al.)

{___», Hydrophobic intensity 5,000~9,999 (joule. mole™);

. 10,000~11,99; C ), 12,00<.
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Abstract

Studies on Sweetness of Egg White Lysozyme I

—On Relationships of Sweetness and Conformation

of Egg White Lysozyme—

Shin-ichi FURUKAWA and Miyuki MORISHIMA

(Department of Home Economics)

Sweetnss of egg white lysozyme was investigated to speculate sweeteness site on the
primary amino acid struture. Results obtained were as follows.

1) Amino acid compositions (a kind and number of amino acid, homo genous di-peptides
and tri-peptides, heterogenous tri-peptide) were not simmilar to those of other sweet
proteins, such as Monellin, Thaumatin, Miracline and Cruculine.

2) Sweetnness site on the primary amino acid structure of egg white lysozyme was
speculated to be amino acid number of 41—51 region by analysis of hydrophobic
regions on the amino acid sequences and profiles of the conformation.

(Received July 6, 1992)





